Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.003 Å; R factor = 0.020; wR factor = 0.051; data-to-parameter ratio = 15.1.
In the title salt, C 9 H 9 N 2 + ÁBr À , the ethynyl groups are nearly antiparallel to each other [the angle between the two ethynyl groups is179.7 (2) ]. No classical hydrogen bonds orinteractions are observed. The molecules are linked by C-HÁ Á ÁBr hydrogen bonds. The bromide anions are involved in interactions with three H atoms.
Related literature
For related literature, see : Fei et al. (2004) ; Rajesh et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2005 ); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
A mixture of imidazole (0.6808 g, 0.01 mol) and propargyl bromide (2.379 g, 0.02 mol) in toluene was refluxed and stirred at room temperature for one day. The resulting solid was filtered, washed with diethyl ether and dried under vacuum for two days. X-ray-quality block-like crystals were grown by slow diffusion of N,N-dimethylformamide into a methyl alcohol solution of the title compound. Average size of the crystals was about 0.15 mm in each direction.
Refinement
All the H atoms could be detected in the difference electron density maps. Nevertheless, they were situated into the idealized positions and refined using a riding model. C-H = 0.97 Å for the methylene groups and C-H = 0.93 Å for the remaining H atoms. U iso (H) = 1.2U eq (C) for all the H atoms. Figures   Fig. 1 . The title molecule with the atom-labelling scheme. The displacement ellipsoids are drawn at the 50% probability level. 
